Cap-D2: 59 lines; 21, 26, 42, 45, 57, 69, 73, 75, 83, 88, 93, 105, 142, 158, 161, 176, 177, 181, 235, 318, 310, 320, 325, 356, 365, 377, 381, 383, 386, 391, 399, 426, 502, 508, 509, 513, 535, 595, 703, 714, 727, 761, 765, 774, 786, 787, 796, 804, 805, 808, 810, 837, 852, 857, 859, 879, 882, 892, 894 SMC2: 73 lines; 21, 40, 41, 42, 57, 69, 75, 85, 91, 129, 138, 158, 177, 208, 235, 239, 256, 280, 287, 309, 313, 321, 332, 350, 358, 365, 367, 370, 371, 374, 375, 391, 392, 405, 427, 437, 440, 441, 443, 461, 491, 492, 502, 517, 531, 535, 555, 591, 595, 642, 646, 705, 712, 714, 716, 721, 732, 757, 765, 787, 790, 796, 799, 804, 808, 810, 812, 820, 837, 861, 882, 897, 907 SMC4: 20 lines; 26, 42, 59, 105, 181, 313, 317, 367, 375, 386, 391, 508, 591, 707, 712, 730, 732, 783, 796, 852 *Bold numbers contain a premature stop codon truncating the protein by 1 amino acid Line786  sechelia  simulans  erecta  yakuba   6  13  14  15  16  17  18  20  27  28  29  30  35  36  37  39  40  42  43  44  51  56  57  58  60  62  63  65  72  77  78  79  80  81  86  96  107  120  123  126  129  132  147  150  152  156  164  168  173  177  181  188  193  194  195  196  197  198  200  202  204  208  214  216  217  218  219  220  221  222 229  234  236  243  252  258  265  266  270  271  272  274  277  278  279  280  282  283  284  289  291  296  297  298  299  300  301  303  304  308  309  311  312  317  320  321  322  327  330  331  333  334  336  340  345  348  351  363  371  372  375  318  379  380  382  393  399  400  405  406  408  409  412  416  417 423 Line786  sechelia  simulans  erecta  yakuba   425  429  435  436  442  447  453  466  471  472  480  486  492  496  510  512  513  515  516  520  522  529  534  541  543  544  546  555  561  567  572  574  588  589  590  591  610  611  624  627  651  652  664  666  675  676  677  682  683  684  685 Fixed differences and polymorphisms are indicated (F) and (P). Some sites are designated as both S and R if different changes occurred in different lineages. The Replacement changes in these cases are shaded grey. The N-terminal tail and C-terminal core domains are separated by an additional space. Line85  Line517  Line59  Line161  Line176  Line233  Line280  Line338  Line356  Line391  Line427  Line437  Line491  Line787  Line887  Line138  Line208  Line325  Line837  Line109  sechelia  simulans  yakuba  erecta   33  54  63  72  80  93  96  102  123  126  141  162  174  177  186  192  207  210  216  219  225  228  232  234  237  246  253  279  282  294  306  312  321  323  330  340  351  354  360  362  376  389  390  393  402  408  411   420  429  431  432  463  468  471  480  494  495  504  513  516  525  528  535  549  558  564  567  573  579  590  591  604  606  616  618  622  624  628  634  637  642  645  663  710 711 
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